RAW SEQUENCE LISTING 
ERROR REPORT 



CO 
G> 
O 

The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gov or phone 703-306-4119 (R Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTOV 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 

Checker Version 3.0 can be down loaded from thp TJSPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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Does Not Comply 
Corrected Diskette Needed 



*3 
J 


<110> APPLICANT 


: Yoshinaga, 


Steven 


















5 


<120> TITLE OF INVENTION: Novel 


Polypeptides Involved in Immune 


Response 


7 


<130> FILE REFERENCE: A 


-579D 




















Q 


<140> CURRENT APPLICATION NUMBER: 09/728, 421A 














<141> CURRENT FILING DATE: 2000 


-11- 


28 
















XZ 


<160> NUMBER OF 


SEQ 


ID NOS: 


35 




















1 A 
Xfi 


<170> SOFTWARE: 


Patentln version 3 . 


o 
















J- U 


<210> SEQ ID NO 


: 1 


























1 7 
X / 


<211> LENGTH: 600 


























1 ft 
XO 


<"7i7"s tvdtt 1 • nua 

\Z1Z/ 1 IrCi . JJJNrt 




























1 Q 


N^l J/ \J±\\jr\lM A. Oil . 


Mouse 
























7 1 
Z± 


<r77n^ TTF 1 & r T i rTRTP * 




























z z 


<?"771 "s. MAMTJ 1 /WV ■ 
sZaI/' INrUYirj/ J\Cj I . 




























7 "3 
Z j 




/I \ 

\ J- ; 


. . (600) 






















ZD 




1 


























7fi 
ZD 


a +~ *t a a fr r*r*<~t far* 

ct s_y day ooy Lat 


u uu 


"t" oc 


cot 


y uu 


ttt 


at*c 
y 


ttc 


tac 


ttc 


eta 


ate 


aga 


4 8 


77 
Z / 


Mc3"i~ T,vc Prn Tvt 


r lie 


Cys 


Arg 


Val 


Phe 


Val 


Phe 


Cys 


Phe 


Leu 


He 


h.x y 




Z O 


n 

X 


5 










10 










15 






J U 


OLL LLa aLa yya 


gaa 


ate 


aat 


y y u 


1~ en 


gec 


aat 


cat 


<ayy 


atg 


ttt 


tea 


96 


O X 


T.on T.tsn TVit* 1 v 
J_itr Li Lieu. J. 11X 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asp 


His 


A ttt 
£\l y 


Met 


Phe 


Ser 




"57 
.3 Z 


20 










25 










30 








"3 A 


ttt cac aat gga 


ggt 


gta 


cag 


att 


tct 


tat 


aaa 


tac 


cct 


y ay 


act 


ate 


144 


35 


Phe His Asn Gly 


Gly 


Val 


Gin 


He 


Ser 


Cy s 


Lys 


Tvr 
xy x 


Pro 


Glu 


Thr 


Val 




J D 


35 








40 










45 










J O 


cag cag tta aaa 


atg 


cga 


ttg 


ttc 


aga 


aaa 


aga 


gaa 


y Lt 


etc 


too 

uy o 


gaa 


192 


39 


Gin Gin Leu Lys 


Met 


Arg 


Leu 


Phe 


Arg 


Glu 


Ara 


Glu 


Val 


Leu 


Cys 


Glu 




dfl 
*± u 


50 






55 










60 












A 7 

*i Z 


etc acc aag acc 


aag 


gga 


age 


gga 


aat 


gcg 


gtg 


tec 


ate 


aaa 


aat 


cca 


240 


4 3 


Leu Thr Lys Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Ala 


Val 


Ser 


He 


Lys 


Asn 


Pro 




44 


65 




70 










75 










80 




46 


atg etc tgt eta 


tat 


cat 


ctg 


tea 


aac 


aac 


age 


gtc 


tct 


ttt 


ttc 


eta 


288 


47 


Met Leu Cys Leu 


Tyr 


His 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 




48 




85 










90 










95 






50 


aac aac cca gac 


age 


tec 


cag 


gga 


age 


tat 


tac 


ttc 


tgc 


age 


ctg 


tec 


336 


51 


Asn Asn Pro Asp 


Ser 


Ser 


Gin 


Gly 


Ser 


Tyr 


Tyr 


Phe 


Cys 


Ser 


Leu 


Ser 




52 


100 










105 










110 








54 


att ttt gac cca 


cct 


cct 


ttt 


caa 


gaa 


agg 


aac 


ctt 


agt 


gga 


gga 


tat 


384 


55 


lie Phe Asp Pro 


Pro 


Pro 


Phe 


Gin 


Glu 


Arg 


Asn 


Leu 


Ser 


Gly 


Gly 


Tyr 




56 


115 








120 










125 










58 


ttg cat att tat 


gaa 


tec 


cag 


etc 


tgc 


tgc 


cag 


ctg 


aag 


etc 


tgg 


eta 


432 


59 


Leu His lie Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Leu 


Trp 


Leu 




60 


130 






135 










140 












62 


ccc gta ggg tgt 


gca 


get 


ttc 


gtt 


gtg 


gta 


etc 


ctt 


ttt 


gga 


tgc 


ata 


480 


63 


Pro Val Gly Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Leu 


Leu 


Phe 


Gly 


Cys 


He 




64 


145 




150 










155 










160 




66 


ctt ate ate tgg 


ttt 


tea 


aaa 


aag 


aaa 


tac 


gga 


tec 


agt 


gtg 


cat 


gac 


528 


67 


Leu lie lie Trp 


Phe 


Ser 


Lys 


Lys 


Lys 


Tyr 


Gly 


Ser 


Ser 


Val 


His 


Asp 
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68 




165 








170 










175 




70 


cct aat agt gaa 


tac. atg 


ttc 


atg 




gca 




aac 


aca 


aac 


aaa 


aag 


71 


Pro Asn Ser Glu 


Tyr Met 


Phe 


Met 


Ala 


Ala 


Val 


Asn 


Thr 


Asn 


Lys 


Lys 


72 


180 








185 










190 






74 


tct aga ctt gca 


ggt gtg 


acc 


tea 


















7 S 


Ser Arg Leu Ala 


Gly Val 


Thr 




















76 


195 






200 


















7 Q 


<210> SEQ ID NO 


: 2 






















80 


<211> LENGTH: 200 






















81 


<212> TYPE: PRT 
























82 


<213> ORGANISM: 


Mouse 






















84 


<400> SEQUENCE: 


2 






















86 


Met Lys Pro Tyr 


Phe Cys 


Arg 


Val 


Phe 


Val 


Phe 


Cys 


Phe 


Leu 


He 


Arg 


87 


1 


5 








10 










15 




90 


Leu Leu Thr Gly 


Glu lie 


Asn 


Gly 


Ser 


Ala 


Asp 


His 


Arg 


Met 


Phe 


Ser 


91 


20 








25 










30 






94 


Phe His Asn Gly 


Gly Val 


Gin 


He 


Ser 


Cys 


Lys 


Tyr 


Pro 


Glu 


Thr 


Val 


95 


35' 






40 










•45 








98 


Gin Gin Leu Lys 


Met Arg 


Leu 


Phe 


Arg 


Glu 


Arg 


Glu 


Val 


Leu 


Cys 


Glu 


99 


50 




55 










60 











102 Leu Thr Lys Thr Lys Gly Ser Gly Asn Ala Val Ser He Lys Asn Pro 

103 65 70 75 * 80 

106 Met Leu Cys Leu Tyr His Leu Ser Asn Asn Ser Val Ser Phe Phe Leu 

107 85 90 95 

110 Asn Asn Pro Asp Ser Ser Gin Gly Ser Tyr Tyr Phe Cys Ser Leu Ser 

111 100 105 110 

114 He Phe Asp Pro Pro Pro Phe Gin Glu Arg Asn Leu Ser Gly Gly Tyr 

115 115 120 125 

118 Leu His He Tyr Glu Ser Gin Leu Cys Cys Gin Leu Lys Leu Trp Leu 

119 130 135 140 

122 Pro Val Gly Cys Ala Ala Phe Val Val Val Leu Leu Phe Gly Cys He 

123 145 150 155 160 

126 Leu He He Trp Phe Ser Lys Lys Lys Tyr Gly Ser Ser Val His Asp 

127 165 170 175 

130 Pro Asn Ser Glu Tyr Met Phe Met Ala Ala Val Asn Thr Asn Lys Lys 

131 180 185 190 

134 Ser Arg Leu Ala Gly Val Thr Ser 

135 195 200 

138 <210> SEQ ID NO: 3 

139 <211> LENGTH: 200 

140 <212> TYPE: PRT 

141 <213> ORGANISM: Mouse 
143 <400> SEQUENCE: 3 

145 Met Lys Pro Tyr Phe Cys Arg Val Phe Val Phe Cys Phe Leu lie Arg 

146 15 10 15 

148 Leu Leu Thr Gly Glu He Asn Gly Ser Ala Asp His Arg Met Phe Ser 

149 20 25 30 

151 Phe His Asn Gly Gly Val Gin He Ser Cys Lys Tyr Pro Glu Thr Val 

152 35 40 45 
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Pro 


Val 
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1DU 
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<210> SEQ ID NO: 


: 4 
























185 


<211> LENGTH: 218 
























186 


<212> TYPE: 


PRT 


























187 


<213> ORGANISM: 


Mouse 






















189 


<400> SEQUENCE: 


4 
























191 


Met 


Thr 


Leu 


Arg 


Leu 


Leu 


Phe 


Leu 


Ala 


Leu 


Asn 


rne 


rne 


Ser 


Va 1 
Val 


PI n 
olll 


192 


1 








5 










1U 










1 D 




194 


Val 


Thr 


Glu 


Asn 


Lys 


He 


Leu 


vax 


Lys 
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Ser 


Pro 


Leu 


Leu 


Va 1 
Val 


Ua 1 

v ai 


195 








20 


























197 


Asp 


Ser 


Asn 


Glu 


Val 


Ser 


Leu 


Ser 


Cys 


Arg 


Tyr 


Del 


Tyr 


Asn 


Leu 


Leu 


198 






35 










4U 










ft D 








200 


Ala 


Lys 


Glu 


Phe 


Arg 


Ala 


Ser 
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Tyr 


Lys 


tjiy 


Val 
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Ser 
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Val 
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DO 
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Cys 
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204 
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on 
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Cys 
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85 
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Phe 


Arg 
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Trp 


Asn 


Leu 
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Val 
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His 


Thr 


Asp 


He 


Tyr 


Phe 
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100 










105 










110 






212 


Cys 


Lys 


He 


Glu 


Phe 


Met 


Tyr 


Pro 


Pro 


Pro 


Tyr 


Leu 


Asp 


Asn 


Glu 


Arg 


213 






115 










120 










125 








215 


Ser 


Asn 


Gly 


Thr 


He 


He 


His 


He 


Lys 


Glu 


Lys 


His 


Leu 


Cys 


His 


Thr 


216 




130 










135 










140 










218 


Gin 


Ser 


Ser 


Pro 


Lys 


Leu 


Phe 


Trp 


Ala 


Leu 


Val 


Val 


Val 


Ala 


Gly 


Val 


219 


145 










150 










155 










160 


221 


Leu 


Phe 


Cys 


Tyr 


Gly 


Leu 


Leu 


Val 


Thr 


Val 


Ala 


Leu 


Cys 


Val 


lie 


Trp 


222 










165 










170 










175 




224 


Thr 


Asn 


Ser 


Arg 


Arg 


Asn 


Arg 


Leu 


Leu 


Gin 


Val 


Thr 


Thr 


Met 


Asn 


Met 


225 








180 










185 










190 
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227 Thr Pro Arg Arg Pro Gly Leu Thr Arg Lys Pro Tyr Gin Pro Tyr Ala 

228 195 200 205 
230 Pro Ala Arg Asp Phe Ala Ala Tyr Arg Pro 

210 215 
<210> SEQ ID NO: 5 
<211> LENGTH: 234 
<212> TYPE: PRT 
<213> ORGANISM: (^Artificial 
<220> FEATURE: 

<223> OTHER INFORMATION: Synthetic 
<220> FEATURE: 



231 
233 
234 
235 
236 
238 
239 
241 
242 
243 
246 



<221> NAME/KEY: misc feature 
<223> OTHER INFORMATION : <tjn spec 



<400> SEQUENCE: 




^(1^.(2^) 



w- 


-> 


248 

249 


Met 

1 


Xaa 


Xaa 


Xaa 


Xaa 

5 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

1U 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

J. D 


Arg 


w- 


-> 


251 

252 


Leu 


Leu 


Xaa 


Xaa 

20 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

25 


Xaa 


Xaa 


Ada 


Ya a 
Ada 


Add 

30 


Add 


Xaa 


w- 


-> 


254 

255 


Xaa 


Xaa 


Xaa 

35 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

40 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

45 


Xaa 


Xaa 


Xaa 


w- 


-> 


257 

258 


Val 


Xaa 

50 


Xaa 


Ser 


Cys 


Xaa 


Tyr 

55 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

60 


Xaa 


Xaa 


Xaa 


Xaa 


w- 


-> 


260 

261 


Xaa 

65 


Xaa 


Xaa 


Leu 


Xaa 


Xaa 

70 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

75 


Val 


Xaa 


Xaa 


Cys 


Xaa 

80 


w- 


-> 


263 

264 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

85 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

90 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

95 


Xaa 


w- 


-> 


266 


Xaa 


Xaa 


Cys 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Asn 


Xaa 


Xaa 


Val 


Xaa 


Phe 


Xaa 


Leu 






267 






100 










105 










110 






w- 


-> 


269 

270 


Xaa 


Asn 


Xaa 

115 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

120 


Xaa 


Xaa 


Tyr 


Phe 


Cys 

125 


Xaa 


Xaa 


Xaa 


w- 


-> 


272 

273 


Xaa 


Xaa 

130 


Xaa 


Pro 


Pro 


Pro 


Xaa 

135 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

140 


Ser 


Xaa 


Gly 


Xaa 


w- 


-> 


275 

276 


Xaa 

145 


Xaa 


His 


He 


Xaa 


Glu 

150 


Xaa 


Xaa 


Leu 


Cys 


Xaa 

155 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

160 


w- 


-> 


278 


Lys 


Leu 


Xaa 


Trp 


Xaa 


Leu 


Xaa 


Val 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Phe 


Xaa 


Xaa 






279 






165 










170 










175 




w- 


-> 


281 

282 


Xaa 


Xaa 


Leu 


Leu 

180 


Xaa 


Xaa 


Xaa 


Xaa 


Leu 

185 


Xaa 


Xaa 


He 


Trp 


Xaa 

190 


Xaa 


Xaa 


w- 


-> 


284 

285 


Xaa 


Xaa 


Xaa 

195 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

200 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

205 


Xaa 


Pro 


Xaa 


w- 


-> 


287 

288 


Xaa 


Xaa 

210 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

215 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 

220 


Xaa 


Xaa 


Xaa 


Arg 


w- 


-> 


290 


Xaa 


Xaa 


Ala 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 


Xaa 















291 225 

293 <210> 

294 <211> 

295 <212> 

296 <213> 
298 <220> 



230 

SEQ ID NO: 6 
LENGTH: 966 
TYPE: DNA 
ORGANISM: Mouse 
FEATURE : 




Please Note: 

Use of n and/ r Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing t ensure that a corresponding explanation is presented in the <220> to 
<223> fields f each sequence which presents at least one n or Xaa. 
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L: 


236 


M: 


220 


C : 


Keyword misspelled or invalid format, <213> 


ORGANISM for SEQ ID# : 5 


L: 


248 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


5 


L: 


248 


M: 


341 


W: 


(46) n n n or "Xaa" 


used, for SEQ ID# : 5 










L: 


251 


M: 


258 


W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


5 


L: 


251 


M: 


341 


W: 


(46) "n n or "Xaa" 


used, for SEQ ID# : 5 










L: 


254 


M: 


258 


W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt : 


5 


L : 


254 


M: 


341 


W: 


(46) n n" or "Xaa" 


used, for SEQ ID#:5 










L: 


257 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


5 


L: 


257 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:5 










L: 


260 


M: 


258 


W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


5 


L: 


260 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


263 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


5 


L: 


263 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:5 










L: 


266 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


: 5 


L: 


266 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


269 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


; 5 


L: 


269 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


272 


M: 


258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt : 


: 5 


L: 


272 


M: 


: 341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


275 


M: 


; 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


:5 


L: 


: 275 


M: 


; 341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


: 278 


M: 


: 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt : 


:5 


L: 


: 278 


M: 


: 341 


W: 


(46) "n n or "Xaa" 


used, for SEQ ID# : 5 










L: 


:281 


M: 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# : 


: 5 


L: 


: 281 


M: 


: 341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L; 


: 284 


M; 


: 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


: 5 


L: 


: 284 


M: 


: 341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


:287 


M: 


: 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


:5 


L : 


: 287 


M: 


: 341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 5 










L: 


:290 


M; 


: 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


: 5 


L; 


: 290 


M; 


: 341 


W: 


(46) "n" or "Xaa" 


used, for SEQ IDt : 5 










L: 


: 619 


M 


: 220 


C: 


Keyword misspelled or invalid format, <213> ORGANISM for SEQ IDt : 10 


L 


: 631 


M 


: 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


:10 


L 


:631 


M 


:341 


-W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 










L 


: 634 


M 


: 258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


: 10 


L 


: 634 


M 


: J41 


W : 


(46) "n" or "Xaa" 


used, for SEQ IDt: 10 










L 


:637 


M 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


:10 


L 


:637 


M 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ IDt : 10 










L 
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M 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


:10 


L 


:640 


M 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 










L 
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M 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


:10 


L 


:643 


M 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ IDt : 10 
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M 
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W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


:10 


L 


:646 


M 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ IDt: 10 
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M 
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W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


: 10 


L 


:649 


M 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 










L 


:652 


M 


:258 


W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


IDt 


:10 


L 


:652 


M 


:341 


W: 


(46) "n" or "Xaa" 


used, for SEQ IDS: 10 
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missing, szzz^ iiol iuuuu 


for 


o Hi v: 


ID# 


10 


L : 
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M : 


341 


W : 


(46) n or Xaa 


used/ lor bbu lutfriu 










L : 


658 


M : 


258 


W : 


Mandatory Feature 


missing, <*zzz> not. lounu 
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L: 
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M: 


341 


W : 


(46) n or Xaa 


used, tor bbu iuff:iu 










L : 
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M : 
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W : 
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missing, <zzz> nor. louna 


1 ux 
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L- 
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M: 


341 


W : 
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W : 
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M : 
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used, tor bEy iuff:±u 
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M: 


341 


W: 
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M: 
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W: 
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used, tor SEQ lDff:lU 










L 
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M: 
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W : 
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missing, <222> not found 


for 


SEQ 


ID# 


10 


L 
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M. 
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W : 


(46) "n n or "Xaa" 


used, for SEQ ID#:10 










L 
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M: 
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W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


10 


Ij 
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M: 


341 


W : 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 
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M 
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W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


10 


L 
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M 


341 


W : 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 
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M 
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W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


10 


L 
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M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 
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M 




W : 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


10 


L 
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M- 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 
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M 
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W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


10 


L 
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M 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 10 










L 
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M. 


220 


C: 


Keyword misspelled or invalid format, <213> ORGANISM for 


L 


990 


M- 


258 


W: 


Mandatory Feature missing, <222> not found 


for 


SEQ 


ID# 


15 


L 


990 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:15 










L 
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M: 
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W: 


Mandatory Feature missing, <222> not found 


for 


SEQ 


ID# 


15 
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M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID#:15 










L 
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M: 
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W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


15 


L 
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M. 


341 


W :- 


(46) "n" or "Xaa" 


used, for SEQ ID£ : 15 










L 


999 


M. 
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W: 


Mandatory Feature 


missing, <222> not found 


for 


SEQ 


ID# 


15 


L 


999 


M: 


341 


W: 


(46) "n" or "Xaa" 


used, for SEQ ID# : 15 











L:1002 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 15 

L:1002 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:15 

L:1005 M:258 W: Mandatory Feature missing, <222> not found for^SEQ ID# : 15 

L:1005 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:15 

L:1008 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 15 

L:1008 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:15 

L:1011 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 15 

L:1011 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:15 

L:1014 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 15 

L:1014 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:15 

L:1017 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:15 

L:1017 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 15 

L:1020 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:15 

L:1020 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 15 
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L:1023 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:15 
L:1023 M:341 W: (46) n n n or "Xaa" used, for SEQ ID#:15 

L:1026 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 15 
L:1026 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:15 

L:1029 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:15 
L:1029 M:341 W: (46) n n n or "Xaa" used, for SEQ ID#:15 

L:1371 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 20 
L:1695 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:25 
L:1707 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:26 
L:1719 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:27 
L:1731 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 28 
L:1743 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:29 
L:1755 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:30 
L:1767 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:31 
L:1779 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:32 
L:1791 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:33 
L:1803 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 34 
L:1815 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ IDS: 35 
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